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structure 291: 889 
link protein matrix metalloproteinase 
newborn 295: 595 
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rylation kidney 292: 419 
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Cellobiose 
oxidase interaction lignin manganese 
peroxidase 293: 431 
Cellulase 
mechanism Trichoderma 289: 867 
Ceramide 
formation endoplasmic reticulum 
liver translocation 290: 751 
Cerebellum 
calcium store endoplasmic reticulum 
291: 199 
chicken Purkinje neuron calsequestrin 
gene 294: 487 
Cerebral 
cortex glutamate release calcium 
entry 296: 313 
Cerebrospinal 
fluid amyloid beta SP4040 protein 
293: 27 
Cerebrum 
RNase multiple form human 
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lipofuscinosis ATP synthase gene 
sequence 293: 65 
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gene transcription protein CEBP rat 
294: 473 
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thase 289: 357 
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290: 661 
liver annexin V 291: 601 
liver glycoprotein receptor oligomer 
structure 292: 149 
osteoclast acid collagenase characteri= 
zation sequence 290: 873 
Chloramphenicol 
acetyltransferase active site histidine 
ionization 290: 15 
Chlorodinitrobenzene 
affinity labeling glutathione transfer= 
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isome 296: 265 
catabolite peroxisome beta oxidn 
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progastrin processing phosphorylation 
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porter 293: 387 
gene chondrocyte retinoate 295: 115 
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selenium deficiency Kashin Beck 
fulvate 289: 829 
transcription chondrocyte cytokine 
joint inflammation 294: 761 
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lipase C isoenzyme 292: 271 
Colony 
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domain folding streptokinase 
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292: 469 
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multicatalytic proteinase proteasome 
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phosphorylated prolactin 296: 41 
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ing 290: 665 
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binding collectin receptor 293: 15 
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formation liver Bovidae 292: 157 
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Contraction 
muscle insulin glucose uptake obesity 
289: 423 
Control 
analysis enzyme rate limiting step 
294: 87 


Convertase 
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Coordination 
methylmalonyl CoA mutase cobalamin 
Propionibacterium 290: 551 
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center nitrite reductase Alcaligenes 
295: 587 
liver toxic milk mouse metallothionein 
296: 443 
thiol cleavage DNA 289: 463 
transfer metallothionein I glutathione 
292: 673 
Coprogen 
oxidase pea Arum 292: 503 
Corn 
mitochondria fatty acid beta oxidn 
296: 199 
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tion 292: 743 
Corticosteroidogenesis 
Bufo pregnenolone metab 292: 143 
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bility 291: 103 
kinase thyroid hormone deriv binding 
291: 463 
Crithidia 
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androgen receptor translation 
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296: 489 
disulfide caldesmon actin thin fila= 
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hydroxyl radical 295: 399 
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Gi protein 292: 183 
CTBP 
protein erythrocyte cold heat pH 
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cholinephosphate cytidylyltransferase 
phosphatidylcholine formation 
291: 561 
phosphocholine cytidylyltransferase 
membrane liver lipid 291: 419 
Culex 
insecticide resistance B2 esterase 
294: 575 
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receptor 292: 395 
mammal cell nitrogen metab 
291: 485 
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CYP2D6 CYPIAI1 cytochrome P 450 
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Cystatin 
C glycine role proteinase inhibition 
291: 123 
Cysteine 
acetylneuraminate cytidyltransferase 
function Escherichia 295: 485 
aminolevulinic acid dehydratase 
sequence Escherichia 290: 279 
caldesmon actin crosslinking thin 
filament 294: 63 
essential thromboxane synthase pla> 
centa 295: 457 
G protein palmitoylation site 
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bo oxidase Escherichia 289: 709 
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289: 883 
brain phospholipase D substrate 
specificity 295: 793 
calcium storage release brain platelet 
289: 299 
carboxylesterase liver 295: 81 
dolichyl phosphate glycosyltransferase 
cytoplasm orientation 296: 627 
fusion calcium transport acyl CoA 
289: 561 
glutathione transferase isoenzyme 
olfactory epithelium 290: 199 
glycerol oxidn a 295: 781 
membrane lipid adaptation cold 
Acanthamoeba 290: 273 
permeability glucose phosphate brain 
294: 145 
retinol esterification retinal pigment 
epithelium 291: 697 
Microtubule 
assocd protein kinase phosphorylation 
neutrophil 291: 211 


binding glutamate dehydrogenase 
lysosome membrane 295: 447 

liver swelling taurocholate transport 
291: 355 


Microvessel 
endothelium matrix metalloproteinase 
monokine 296: 803 
Microvillus 
kidney metalloproteinase dipeptidyl 
carboxypeptidase cleavage 
292: 597 
Milk 
lipoamidase identity cholesterol ester= 
ase pancreas 291: 65 
Mineralocorticoid 
receptor DNA binding 292: 577 
Mitochondria 
acetyl CoA acetyltransferase modifi= 
cation 292: 915 
acyl CoA binding protein 292: 907 
acyl CoA dehydrogenase oxidase 
292: 23 
calcium channel oxygen radical xan= 
thine 294: 719 
carnitine palmitoyltransferase sub= 
strate site 294: 645 
corn fatty acid beta oxidn 296: 199 
cytochrome c oxidase inhibition psy= 
chosine 290: 139 
cytochrome c oxidase oxygen site 
292: 519 
fatty acid oxidn peroxisome Notothe= 
nia 289: 427 
FIFO ATP synthase purifn heart 
295: 799 
gene expression liver cold stress 
296: 231 
hexadecanoate oxidn muscle 
289: 161 
import complex I subunit sequence 
293: 501 
liver hydroxylase cyclosporine inhib= 
ition 293: 203 
membrane lipid adaptation cold 
Acanthamoeba 290: 273 
morphol ATPase cholesterol liver 
289: 703 
oxidative phosphorylation hepatocyte 
291: 739 
oxoglutarate carrier recombinant 
expression Escherichia 294: 293 
pancreas beta cell glucose 294: 35 
pyrophosphate heart calcium 
290: 489 
respiration methylphenylpyridinium 
methylcarboline 291: 673 
tetrahydrofolate polyglutamate en= 
zyme leaf 292: 425 
ubiquinol cytochrome c reductase 
diffusion 290: 225 
uncoupling protein UCP function 
cysteine 296: 693 
Mitogen 
activated protein kinase activation 
phosphorylation 296: 25 
activated protein kinase bombesin 
EGF 289: 283 
activated protein kinase caldesmon 
phosphorylation 296: 745 
thrombin p44 MAP kinase 289: 209 
MMCPI 
proteinase sequence mouse 294: 127 
MMCP4 
proteinase sequence mouse 294: 127 
Mobility 
coat protein domain pepper tobravis 
rus 293: 657 
Mobilization 
calcium neutrophil hepoxilin A3 
295: 393 
calcium thapsigargin dibutylbenzohy= 
droquinone inositol trisphosphate 
293: 423 
iron ferritin plant 290: 693 
Model 
conformation bacterioferritin Escher= 
ichia 292: 47 
enzyme inhibition substrate depletion 
294: 195 


69 


enzyme isomechanism product inhib= 
ition 296: 355 
metabolic regulation 292: 351 
molybdoferredoxin mechanism inter= 
mediate Klebsiella 292: 93 
multienzyme system steady state 
kinetics 291: 585 
multihydronic state papain mechanism 
pH 294: 201 
serine proteinase fold 295: 87 
Mol 
cloning carnitine palmitoyltransferase 
II Escherichia 294: 79 
cloning thromboxane synthase human 
placenta 295: 457 
evolution enzyme transition state 
structure 291: 15 
model complement factor I 295: 101 
modeling heparin conformation 
293: 849 
Molar 
vol actin polymn 295: 671 
MOLT4 
cell proteinase 292: 711 
Molybdenum 
independent nitrogenase 3 cofactor 
Azotobacter 293: 101 
iron protein nitrogenase energy trans> 
duction 291: 709 
iron protein nitrogenase mechanism 
intermediate 292: 93 
iron protein nitrogenase structure 
proteolysis 291: 309 
nitrogenase Azotobacter 289: 395 
Molybdoferredoxin 
mechanism intermediate model Kleb= 
siella 292: 93 
oxidn state magnesium ADP binding 
291: 709 
structure proteolysis Klebsiella 
291: 309 
Momordica 
hypoglycemia rat 292: 267 
Monitor 
peptide binding small intestine 
291: 57 
Mono 
ADP ribosyltransferase arginine heart 
development 293: 789 
Monobactam 
hydrolysis beta lactamase Pseudomo= 
nas 292: 697 
Monochlorobimane 
glutathione congugate hepatocyte 
distribution 294: 631 
Monocyte 
calcium influx complement CSa 
295: 679 
cytosol phospholipase A2 substrate 
specificity 293: 255 
iron metab inflammatory cytokine 
296: 175 
nervous system antiinflammatory 
norharmane quinolinate 291: 11 
thrombin signaling receptor proteoly= 
sis 290: 571 
Monokine 
matrix metalloproteinase vein micro> 
vessel endothelium 296: 803 
Mononuclear 
cell tumor necrosis factor ricin 
294: 517 
Monophenolase 
mechanism discrimination tyrosinase 
294: 621 
Monophosphatase 
inositol cation binding site 296: 811 
inositol inhibition brain lithium be> 
ryllium 291: 369 
Morphine 
dehydrogenase sequence Pseudomo> 
nas 290: 539 
Morphol 
mitochondria cholesterol liver 
289: 703 
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Mouse 
androgen stimulated autoantigen 
sequence 296: 571 
C reactive protein gene cloning 
295: 379 
collagen VI cDNA sequence 291: 787 
collagen X gene sequence 289: 247 
cytochrome P 4507alpha cDNA se= 
quence 291: 569 
gene CYP4A sequence 294: 173 
gene rab3A sequence organization 
293: 157 
GM2 activator protein cDNA se> 
quence 294: 227 
MMCP1 MMCP4 proteinase sequence 
294: 127 
osteoblast specific factor 2 sequence 
294: 271 
sequence collagen type VI 289: 141 
synexin multiple form cDNA se= 
quence 289: 735 
toxic milk liver copper metallothion= 
ein 296: 443 
mRNA 
amyloid protein SAA cytokine 
291: 701 
casein mammary gland 296: 777 
catechol methyltransferase isoform 
bifunctional rat 296: 595 
collagen alternative splicing organ 
fetus 294: 595 
collagen binding protein fibroblast 
295: 691 
enzyme pancreas gastrin caerulein 
290: 219 
ferrochelatase erythroid nonerythroid 
cell 292: 343 
glutathione S transferase liver regen= 
eration 293: 137 
GLUT2 liver glucose insulin 
293: 119 
glycoprotein CCAMI splicing intron 
295: 427 
hydroxymethylglutaryl CoA reductase 
hydroxycholesterol translation 
296: 859 
hydroxymethylglutaryl CoA synthase 
triiodothyronine 289: 557 
lipoxygenase promyelocyte 289: 33 
NCAM glycoprotein muscle ontogeny 
290: 641 
Neurospora glutamate decarboxylase 
gene conidiation 293: 735 
ornithine decarboxylase regulation 
289: 581 
procolipase tissue distribution 
292: 787 
protein EAACI amino acid 295: 749 
protein GLUT4 diabetes insulin 
291: 109 
protein GLUT4 muscle muscular 
dystrophy 291: 257 
putative diacylglycerol kinase Droso= 
phila embryo 289: 439 
splicing aggrecan versican human 
cartilage 291: 361 
transferrin receptor gallium transfer= 
rin complex 294: 873 
versican interleukin 1beta proteogly= 
can fibroblast 294: 613 
xanthine dehydrogenase horse muscle 
hybridization 292: 639 
MspI 
DNA methyltransferase mechanism 
291: 493 
Mu 
opioid neuroblastoma adenylate cyc> 
lase 295: 263 
Mucin 
gene expression sequence rat intestine 
294: 391 
glycoprotein oncofetal antigen stom= 
ach 293: 531 
peptide sequence human 293: 329 
purifn characterization intestine 
Coturnix 293: 867 


Mucolipidosis 
lysosome protein catabolism cathepsin 
deficiency 295: 577 
Mucopolysaccharidosis 
acetylgalactosamine sulfatase gene 
therapy fibroblast 294: 657 
II therapy iduronate sulfatase cDNA 
289: 241 
Mucosa 
intestine MMCP1 proteinase glyco> 
form 294: 127 
Mucus 
glycoprotein desulfation glycosulfatase 
Prevotella 293: 683 
Multicatalytic 
proteinase activation cardiolipin liver 
296: 93 
proteinase complex review 291: 1 
proteinase inhibition peptidylchloro= 
methane peptidyldiazomethane 
296: 601 
proteinase leupeptin binding site 
289: 45 
proteinase proteasome structure 
conformation 292: 857 
Multienzyme 
system steady state kinetics model 
291: 585 
Multifunctional 
lipoamidase biotinidase blood serum 
291: 545 
Multihydronic 
state model papain mechanism pH 
294: 201 
Murine 
leukemia virus reverse transcriptase 
cysteine 296: 577 
Muscarinic 
adenosine receptor signaling calcium 
insulin 293: 721 
lipid metab neuroblastoma 289: 269 
M3 receptor MAP kinase neuroblas= 
toma 294: 545 
receptor agonist Gq protein 289: 125 
receptor calcium parietal cell 
289: 117 
receptor heart chicken embryo culture 
292: 395 
receptor inositol uptake astrocyte 
294: 49 
receptor phosphoinositidase C G 
protein 293: 495 
Muscle 
aminolevulinate synthase contraction 
recovery 291: 219 
ATPase calcium myotonic dystrophy 
293: 269 
caldesmon actin disulfide crosslinking 
294: 63 
contraction insulin glucose uptake 
obesity 289: 423 
Drosophila actin ADP ribosylation 
toxin 291: 409 
enolase gene methylation human 
292: 701 
glucose transport histone H4 
295: 549 
glucose transporter starvation insulin 
295: 287 
horse xanthine dehydrogenase MRNA 
hybridization 292: 639 
lipoprotein lipase regulation 
292: 113 
metab monitoring pH NMR 
293: 399 
mitochondria hexadecanoate oxidn 
289: 161 
ontogeny NCAM glycoprotein mRNA 
290: 641 
phosphocreatine exercise anaerobic 
recovery pH 291: 681 
pregnancy glucose metab 292: 431 
protein GLUT4 mRNA muscular 
dystrophy 291: 257 
protein kinase C insulin 295: 155 
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trix deposition 289: 57 
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ol 294: 603 
smooth calcium histamine adenosine 
cAMP 292: 409 
smooth caldesmon phosphatase 
293:'35 
smooth function caldesmon phospho= 
rylation 290: 437 
smooth MAP kinase caldesmon phos= 
phorylation 296: 745 
smooth myosin binding ATP confor= 
mation 292: 439 
smooth phosphatidylinositol phospho= 
lipase C isoenzyme 289: 401 
smooth ryanodine receptor calcium 
290: 259 
smooth stomach calponin phosphory> 
lation 296: 827 
specific methylation human growth 
receptor 292: 591 
vascular transforming growth factor 
tamoxifen 294: 109 
Muscular 
dystrophy muscle protein GLUT4 
mRNA 291: 257 
Mushroom 
tyrosinase interaction ascorbate 
295: 309 
tyrosinase kinetics oxygen 293: 859 
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isoallergen Bra j sequence 293: 625 
Mutase 
methylmalony! CoA cobalamin coor> 
dination Propionibacterium 
290: 551 
methylmalonyl CoA gene sequence 
296: 663 
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ture conformation lysine 295: 743 
phosphoglycerate structure histidine 
181 substitution 291: 479 
Mutation 
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290: 73 
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293: 317 
collagen subunit gene COLIAI engi= 
neering 293: 387 
glucosidase gene glycogenosis 
289: 687 
lipoprotein receptor dimerization 
antibody binding 289: 569 
procollagen cysteine substitution 
glycine replacement 289: 195 
serine beta lactamase kinetics Entero> 
bacter 292: 537 
Myeloid 
lymphoid cell transferrin receptor 
294: 873 
Myoblast 
dihydroxyvitamin D3 second messen= 
ger 289: 675 
Myocardium 
AMP deaminase mammal 290: 335 
Myocyte 
heart lactate pyruvate transport 
290: 249 
Myofibril 
titin limited proteolysis 290: 731 
Myofibroblast 
liver human activation retinoate 
mechanism 294: 785 
Myoinositol 
brain hepatic encephalopathy porta> 
caval shunt 295: 15 
Myosin 
binding ATP conformation smooth 
muscle 292: 439 
caldesmon interaction phosphoryla= 
tion 290: 437 
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light chain kinase activation calmodu= 
lin 295: 405 
light chain kinase affinity label 
296: 53 
phosphorylation heart protein kinase C 
294: 401 
Myotonic 
dystrophy ATPase muscle calcium 
293: 269 
Myristoyltransferase 
inhibitor brain membrane 291: 635 
protein sequence brain cattle 
290: 405 
Myzus 
esterase gene sequence insecticide 
resistance 294: 569 
Ml 
receptor phosphoinositidase C G 
protein 293: 495 
NAD 
ADP ribosyltransferase Dictyostelium 
293: 275 
isocitrate dehydrogenase cDNA se> 
quence mammal 295: 347 
NADH 
dehydrogenase subunit gene sequence 
Neurospora 291: 729 
oxidase liver membrane guanine 
nucleotide 292: 647 
NADP 
isocitrate dehydrogenase kidney se= 
quence 292: 705 
NADPH 
oxidase activation neutrophil kinase 
phospholipase 292: 781 
oxidase cytochrome b558 fibroblast 
leukocyte 289: 481 
oxidase neutrophil inhibition iodonium 
compd 290: 41 
oxidase neutrophil phosphorylation 
p67phox protein 296: 367 
oxidase p40phox protein 296: 557 
oxidase p47phox p67phox transloca= 
tion phosphorylation 290: 173 
oxidase superoxide producing phos= 
phoinositide neutrophil 295: 565 
Naegleria 
pyrophosphate dependent phospho= 
fructokinase 292: 797 
Naja 
serum antitoxin protein purifn char> 
acterization 293: 559 
venom cardiotoxin actin polymn 
platelet 290: 591 
Natriuretic 
peptide hydrolysis endopeptidase 
291: 83 


NBLI 
cell glutamate transporter amino 
acid 295: 749 
NCAM 
glycoprotein mRNA muscle ontogeny 
290: 641 
glycoprotein release brain membrane 
295: 833 
Neoglycoconjugate 
probe carbohydrate protein interac> 
tion analysis 296: 817 
Neoplasm 
fetoacinar pancreatic protein charac> 
terization lipase 289: 609 
glucose phosphatase kinetics liver 
290: 907 
Neoplastic 
transformation protein pp60vsrce 
connexin43 phosphorylation 
295: 735 
Neprilysin 
kidney glomerulus 291: 773 
Nerve 
signalling bradykinin purinergic 
opioid receptor 290: 241 
Nervous 
system monocyte antiinflammatory 
norharmane quinolinate 291: 11 


Neuraminidase 
reaction isotope effect Vibrio 
294: 653 
stereochemistry mechanism Salmonel= 
la 296: 291 
Neuraminide 
aryl acetyl neuraminidase Vibrio 
294: 653 
Neuroblast 
phospholipase A2 interferon protein G 
294: 893 
Neuroblastoma 
adenylate cyclase mu opioid 
295: 263 
lipid metab carbachol 289: 269 
MAP kinase tyrosine phosphorylation 
carbachol 294: 545 
Neuromedin 
processing medullary thyroid carcino= 
ma 291: 225 
Neuron 
astrocyte culture lipogenesis lactate 
294: 635 
phosphoinositide hydroxykinase IGF I 
receptor 290: 901 
Purkinje chicken cerebellum calse= 
questrin gene 294: 487 
secretion adenosine thio triphosphate 
296: 169 
transcription Drosophila gene dDGK 
development 289: 439 
Neurospora 
dehydroquinase 296: 451 
glutamate decarboxylase gene mRNA 
conidiation 293: 735 
inositol phosphate signal transduction 
circadian 292: 813 
inositol starvation lipid phosphoinosi= 
tol metab 292: 805 
NADH dehydrogenase subunit gene 
sequence 291: 729 
ubiquinone reductase subunit cDNA 
sequence 293: 501 
Neurotensin 
processing medullary thyroid carcino= 
ma 291: 225 
receptor recombinant rat Escherichia 
coli 295: 571 
Neurotoxin 
Anemonia soln property secondary 
structure 293: 545 
Neutral 
endopeptidase Aplysia kidney mem= 
brane 296: 459 
endopeptidase kidney glomerulus 
291: 773 
Neutrophil 
calcium mobilization hepoxilin A3 
295: 393 
collagenase cartilage aggrecan cleav= 
age 295: 273 
formyl peptide receptor G protein 
294: 581 
formylmethionylleucylphenylalanine 
SOS operon Escherichia 291: 895 
function calcium phorbol ester kinase 
289: 919 
Gi protein activation lipopeptide 
296: 245 
Gi protein granulocyte macrophage 
CSF 292: 183 
granulocyte macrophage colony stim 
ulating factor 291: 211 
NADPH oxidase activation 290: 173 
NADPH oxidase inhibition iodonium 
compd 290: 41 
NADPH oxidase phosphorylation 
p67phox protein 296: 367 
phosphatidylinositol bisphosphate 
agonist GTP 296: 481 
phospholipase A2 arachidonate 
291: 825 
phospholipase D activation protein 
kinase 292: 781 
procollagenase activation recombinant 


stromelysin 295: 581 
proton channel phospholipase A2 
292: 445 
respiration phosphatidylinositol ki= 
nase wortmannin 296: 297 
superoxide producing NADPH oxi= 
dase phosphoinositide 295: 565 
Newborn 
cartilage link protein matrix metallo= 
proteinase 295: 595 
heart adenosine formation nucleoti= 
dase 291: 833 
heart branched oxo acid dehydroge= 
nase 290: 395 
NCAM glycoprotein 290: 641 
NFkappaB 
subunit structure function review 
290: 297 
transcription factor glia interleukin 1 
294: 343 
NGF 
protein kinase C epsilon isoform 
295: 767 
Nitrate 
reductase Azotobacter 289: 335 
reductase glutamine protein Candida 
inducer 295: 611 
Nitric 
oxide cytotoxicity hepatoma hydrogen 
peroxide 296: 341 
oxide formation nitroglycerin metab 
292: 545 
oxide macrophage autoimmune diabe> 
tes pancreas 294: 113 
oxide synthase uterus cervix carcino> 
ma 289: 357 
oxide system leukocyte activation 
292: 791 
Nitrite 
formation nitroglycerin metab 
292: 545 
reductase Alcaligenes 295: 587 
Nitrogen 
metab culture mammal cell 291: 485 
photoredn nitrogenase eosin photo> 
sensitization 290: 627 
15 proton NMR spectrometry 
291: 485 
Nitrogenase 
energy transduction iron molybdenum 
protein 291: 709 
molybdenum iron protein mechanism 
intermediate 292: 93 
molybdenum iron protein structure 
proteolysis 291: 309 
multiple form Azotobacter temp 
289: 395 
nitrogen acetylene photoredn eosin 
photosensitization 290: 627 
3 molybdenum independent cofactor 
Azotobacter 293: 101 
Nitroglycerin 
metab blood vessel glutathione trans= 
ferase 292: 545 
NMR 
cyanylation flavodoxin apoflavodoxin 
FMN Clostridium 294: 215 
heparin conformation 293: 849 
indicator calcium 293: 407 
spectrometry lipid analysis biochem 
290: 717 
spectrometry phosphorus pH energy 
metab 293: 399 
spectrometry proton nitrogen 15 
291: 485 
spectroscopy aldehyde detection 
289: 149 
Nonerythroid 
cell ferrochelatase mRNA 292: 343 
Nonproteoglycan 
form biglycan cartilage age 295: 421 
Nonsecretory 
RNase isoform isoelec focusing 
296: 553 
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Noradrenaline 
calcium mobilization submandibular 
gland 293: 691 
insulin secretion protein kinase C 
289: 497 
Norharmane 
antiinflammatory quinolinate kynure> 
nine 291: 11 
Notothenia 
fatty acid oxidn mitochondria peroxi> 
some 289: 427 
Nuclear 
matrix DNA precursor channelling 
rat 293: 775 
Nucleolin 
serine proteinase liver nucleolus 
289: 109 
Nucleolus 
nucleolin serine proteinase liver 
289: 109 
Nucleoprotein 
DNA damage recognition teratocarci> 
noma 290: 129 
Nucleoside 
diphosphate kinase neuron secretion 
296: 169 
Nucleosome 
histone acetylation ubiquitination 
variant 296: 737 
Nucleotidase 
adenosine formation hepatocyte anox= 
ia 290: 671 
inhibitor adenosine release cardiomy> 
ocyte 291: 833 
Nucleotide 
pyrimidine metab liver compartmen= 
tation 293: 207 
Nucleus 
calcium zinc uptake ATP liver 
289: 757 
diacylglycerol cell proliferation liver 
290: 633 
isooligoadenylate dependent RNase 
human 296: 155 
liver cell phosphoinositidase C betal 
289: 617 
Obesity 
heart liver pyruvate dehydrogenase 
complex 295: 731 
hyperinsulinemia pancreas islet glu= 
cokinase 295: 673 
muscle contraction insulin glucose 
uptake 289: 423 
Octanoylglycerol 
metab animal cell 289: 783 
Octanoyltransferase 
carnitine substrate site peroxisome 
294: 645 
Okadaate 
protein kinase proliferation lympho= 
cyte 290: 545 
Oleate 
desaturase galactolipid desatn spinach 
chloroplast 289: 777 
hepatocyte diabetes VLDL triacylgly= 
cerol apoprotein 294: 167 
Oleic 
acid phosphatidylcholine Krebs as= 
cites 293: 739 
Oleoylacetylglycerol 
metab animal cell 289: 783 
Olfactory 
epithelium glutathione S transferase 
292: 379 
epithelium glutathione transferase 
isoenzyme 290: 199 
Oligomer 
structure chicken liver glycoprotein 
receptor 292: 149 
Oligopeptidase 
pitrilysin purifn detn specificity 
Escherichia 290: 601 
thimet erythrocyte purifn specificity 
294: 451 
thimet sequence rat testis 295: 57 
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transferase function 294: 879 
deriv neoglycoconjugate probe 
296: 817 
fucose structure keratan sulfate carti> 
lage 291: 889 
inositol phosphate glucose transport 
295: 699 
lysosomal membrane protein endo> 
derm differentiation 296: 253 
sulfated oviductin isoform egg 
295: 437 
Olivanate 
lactamase class A mechanism kinetics 
295: 705 
Oncofetal 
antigen stomach mucin glycoprotein 
293: S35) 
Ontogeny 
liver protease inhibitor gene tran= 
scription 296: 85 
Oocyte 
frog glucose transport MAP kinase 
295: 351 
frog pigment granule Rap2B protein 
292: 231 
glucose transporter cell localization 
frog 290: 707 
glucose transporter kinetics inhibition 
290: 701 
Opioid 
bradykinin purinergic receptor nerve 
signalling 290: 241 
mu neuroblastoma adenylate cyclase 
295: 263 
receptor kappa sequence rat 
295: 625 295: 629 
Organ 
development hydroxy methylglutaryl 
CoA synthase 292: 493 
fetus collagen mRNA alternative 
splicing 294: 595 
Ornithine 
decarboxylase conformer refolding 
293: 289 
decarboxylase gene regulation pro> 
moter 292: 927 
decarboxylase gene transcription 
retinoate 295: 641 
decarboxylase gene transcription 
sugar sodium 289: 751 
decarboxylase polyamine metab 
293: 513 
decarboxylase regulation 289: 581 
decarboxylase reticulocyte degrdn 
proteasome antizyme 295: 305 
decarboxylase transgene putrescine 
metab 291: 505 
decarboxylase Trichomonas 293: 487 
Orosomucoid 
warfarin binding pH 289: 767 
Oscillator 
circadian light signal transduction 
phosphoinositide 292: 813 
Osmotic 
pressure kidney amino acid transport 
289: 653 
stress cell betaine HSP70 protein 
293: 553 
Osteoblast 
bradykinin inositol phosphate 
292: 401 
calcitonin hydrolysis peptidase 
290: 159 
specific factor 2 mouse sequence 
294: 271 
Osteoclast 


chicken acid collagenase characteriza> 


tion sequence 290: 873 
Osteogenesis 
imperfecta destabilization procollagen 
triple helix 289: 195 
Oviductin 
isoform sulfated oligosaccharide se= 
quence egg 295: 437 
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Oxidant 
glucose oxidn diabetes mellitus 
291: 529 
Oxidase 
acyl CoA dehydrogenase mitochondria 


acylCoA CoA analog detergent liver 
290: 97 

cellobiose interaction lignin manga> 
nese peroxidase 293: 431 

cytochrome bo Escherichia 289: 709 

cytochrome c inhibition psychosine 
mitochondria 290: 139 

cytochrome c oxygen site mitochond= 
ria 292: 519 

cytochrome structure membrane 
microscopy 292: 933 

NADH liver membrane guanine nu= 
cleotide 292: 647 

NADPH activation neutrophil kinase 
phospholipase 292: 781 

NADPH cytochrome b558 fibroblast 
leukocyte 289: 481 

NADPH neutrophil inhibition iodoni= 
um compd 290: 41 

NADPH neutrophil phosphorylation 
p67phox protein 296: 367 

NADPH p40phox protein 296: 557 

NADPH p47phox p67phox transloca> 
tion phosphorylation 290: 173 

NADPH superoxide producing phos> 
phoinositide neutrophil 295: 565 

prophenol hemocyte cockroach 
2 . 


protogen coprogen pea Arum 
292: 503 
xanthine sulfated glycosaminoglycan 
tissue injury 289: 523 
Oxidative 
phosphorylation mitochondria hepa> 
tocyte 291: 739 
stress Caenorhabditis aging 292: 605 
stress Escherichia formylmethionylle= 
ucylphenylalanine SOS 291: 895 
stress hepatocyte couplet secretion 
292: 773 
Oxidized 
LDL toxicity macrophage glutathione 
atherosclerosis 296: 151 
Oxidn 
beta fatty acid mitochondria corn 
296: 199 
beta mitochondria peroxisome Ant= 
arctic fish 289: 427 
beta muscle mitochondria 289: 161 
beta peroxisome hepatocyte cholate 
catabolite 295: 217 
fatty acid skin fibroblast formate 
292: 457 
glucose oxidant diabetes mellitus 
291: 529 
glycerol formaldehyde cytochrome P 
450 295: 781 
iron ferritin 296: 721 
iron ferritin ferroxidase 296: 709 
LDL prevention tamoxifen hydroxy> 
tamoxifen cardioprotective 
292: 635 
low density lipoprotein collagen gly= 
cation 293: 661 
protein radical antioxidant 293: 601 
stress bradykinin calcium blood ves= 
sel 292: 385 
Oxidoreductase 
lactate cytochrome c hinge region 
291: 89 
Oxoglutarate 
carrier recombinant expression Es> 
cherichia mitochondria 294: 293 
decarboxylase precursor maturation 
Euglena thiamine 292: 463 
dehydrogenase kidney liver polemic 
295: 899 
dehydrogenase liver kidney polemic 
295: 900 
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consumption macrophage glucocorti> 
coid 291: 509 

kinetics tyrosinase mushroom 
293: 859 

radical amino acid protein peroxide 
289: 743 

radical calcium channel mitochondria 
xanthine 294: 719 

radical protein oxidn antioxidant 
293: 601 

reactive macrophage phosphorylation 
phospholipase 295: 879 

site cytochrome c oxidase mitochond= 
ria 292: 519 

18 protein turnover muscle 294: 427 

Oxygenase 

heme gene liver cytokine 290: 343 

heme hsp70 liver metal metallopor= 
phyrin 290: 819 


450 hepatocyte isolation culture 
289: 621 
PAF 
receptor signaling review 292: 617 
Palmitate 
oxidn muscle mitochondria 289: 161 
Palmitoylation 
site cysteine G protein 291: 349 
Palmitoylcarnitine 
oxidn muscle mitochondria 289: 161 
Palmitoyltransferase 
carnitine cDNA sequence rat 
296: 271 
carnitine II human rat isoform 
294: 79 
carnitine substrate site mitochondria 
294: 645 
Pancreas 
autoimmune diabetes nitric oxide 
macrophage 294: 113 
beta cell calcium mitochondria glu= 
cose 294: 35 
cholesterol esterase identity lipoami= 
dase milk 291: 65 
gastrin caerulein cholecystokinin 
receptor 290: 219 
insulin secretion glucose protein 
GLUT2 296: 113 
islet amino acid metab diabetes 
296: 329 
islet glucokinase obesity hyperinsu= 
linemia 295: 673 
islet protein kinase 289: 795 
zymogen granule formation glycopro> 
tein GP2 291: 289 
Pancreastatin 
calcium mobilization hepatocyte G 
protein 294: 439 
chromogranin A posttranslational 
processing 295: 649 
Papain 
activation thioredoxin reductase 
291: 345 
cysteine histidine interactive system 
ionization 290: 289 
mechanism pH multihydronic state 
model 294: 201 
Paracoccus 
cytochrome peroxidase characteriza> 
tion spectroscopy 294: 745 
Paramecium 
cilia casein kinase 296: 729 
Paraneoplastic 
syndrome glycoprotein ascites eryth> 
rocyte agglutination 292: 163 
Paraquat 
glycerol oxidn microsome 295: 781 
Parasitic 
helminth biogenic amine acetylation 
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